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3.1.4

EEM repeatability
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BIMHE reproducibility
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BIMESEHE reproducibility conditions
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#tEZ 5K batch-to-batch variation
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A2.1.2 BRIESER
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¥ 2: ODugo /ODsgo 1 ODugo / ODygo b A& SRARAE T 1T 25 1 FURE 0 i i 49 9% o pH (R R 758 3 X FROBORE o 7
1 10 mmol/L Tris « HCL pH {H 7.5, /K A5 i B 0K 5 B0 L B K st it 7T 22306 pH E I 3] 8.0
2 AT AR

A213 HRIHE
TFE OD 450/ ODyg vODys0/ OD oy B HUAH . BEANFERE LM E 3 K ITHE KRG FE.
A2.1.4 SEH B

HS FAZFRAE 260 nm Kb ik B K0 O B T AE 280 nm Ab ik B R KA RO L 228 R BL
VEFITE 230 nm Kb 3K B K B9 . 83 3 ODage / ODygo Fl ODyge / O Dy, J W45 HU™ ¥y il 2100 )3

4t DNA: ODago /ODyg 21.8(1.8~2.0) (2.0, W # RNA 544, <<1.8, FHAE [ . LW %T5
Py, OD b5/ OD 43 >>2.0(2.0~2.5) (<22.0, F A R AE 0 20 sk sk HoAb B HLAE D .

4fi RNA: ODsg0 /ODyg 22.0(1.8~2.0) (<Z1.8 B KB 8 1 BT i5 445 > 2.0 B KB AT REAT ¢ 4 R
BRAE) o OD 550/ OD 50 >>2.002.0~2.5) (<C2.0, R YA FRAF 9 24 3 5O A HLE D .

A.2.2 FHREHEREAR TR AKX IE

SR FH BN W R ST Al PR VTR R IR AR A R AR R R LUK AR . IR AT B2 A3 P BT W R
S LUK I

X DNA 2 HU 5% 8 1) RNA,DNA H1 i) RNA 75 3 5/ B B Bk 2571 .

X RNA $2 BT 5% 82 (19 DNA,DNA J5 Y 85K By FE R 241 DNA 5% B LUK 45

X RNA AL $5 FAZFE S 1 28S 1 18S (1) rRNA Z57 . JEAZ AL b 23S F1 168 iy rRNA 487, DL K2
JiiPy mRNA I tRNA [R5 B 52 10 38 82 5571

A3 EEBENERIE

A.3.1 DNA 5 5 % 58 B T H FR ik i

AR A R AR B 547 (19 FEL Af RS 20 5 JBRE 19 22 57t - R I W B S Al i Ok S B0 i . KRy T &
Qe ge @ AEBE R RS AR T R 50t MR Bk AR B B . 5 DNA Jr 1 AR if
PEAT R LG HI WA R R BE B AR X 23 5 B o A L BR S8 B

A3 1T i FIFLER

R FEIK 5

TAE 2% b - 5 3 B I &0 35 B g (Tris) 242 g, 9K Z R 57.1 mL,0.5mol/L EDTA #%# 100 mL
(pH 8.0) , K MWFE /KM ZE 1000 mL,121 CEEKE 15 min, 53] 50 X TAE HIKZ ik . H KB A
KB E 1 X TAE;

6 X IR - AELE il - & 0.25 VIR 15, 0.25 % 2R FF, 30 % H M i /K I 5

B wE AR

R 5E A A5

TR W A

DNA 43t brif , 4347 46 5

SR HL KA 5

BERE R RS 5

R % W
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A3.1.2 BESRE

A3.1.2.1 HIBg

A AL EFR G IE M BEI L L LA 20 mL AR Bl BRI 0.2 g SIS BE I - #% EEBTINA 20 mLL 1 X
TAE Z 0 SO HETEH AP o 8853 OB I 348 B 22 B0l bl o 40 i o R v S0 A B i R AL £ B =
WSE N 0.5 pg/mLe KPR RAE 75— S i S A FEAE N AR B TR 3 60 °C 22 A7 B9 BRI IR
HIEE 30 min~45 min. £ 58 @B 5 . 2 I8 W39 59K 9 BT . %1% KR B 1 0 FR R AR AL 2 B
S T A L i D A i 2 P KR P AERE I 1 TAE W Pk 22 o i T 22 90 1 8 o T T

KAl HEBEREXSEEE

SRR R S / 6 A4y BRI PE DNA KN/ kb
0.4 5~60
0.7 0.8~10
1.0 0.4~6
1.5 0.2~4
1.75 0.2~3
2.0 0.1~3

A3.1.2.2 S

1 pL BRI (60, A 5 pL 750 DNA 2 BUA IR &535) UMEB RS A SHEFLT
T, FFER) DNA BB R EASMET 1 ng/pl, AL T, BMEH 15 000 DNA 4 F & b5 #E 5
ADNA/Hind [l #5#E, FAEHE 4 pL,

A.3.1.2.3 Hik

27 308 FL K (SR ERL R 4 L VR PR LR 2 100 V(3 V/em~5 V/em)  JF I LMk . AT WL Y 6 4%
A TR ) AR A B Y IR A% 2 R EE AR AT 20 1 em Ab L R4S R LUK . AR A 2 PR A 10 X H S
[) 2B 4T 9 2

A3.1.24 M=

22 B W U5 I - A P U i {6 P BRI AR R G015 DNA 231 BEFREREAT X EE . 70 H DNA e85, R
B 2ty O EHI BT DNA B (9 1 B MR 3l 4517 B 906 38 R E0H BT DNA 4,

A3.1.3 TEEH

A SRUIR W R M FRL DK 2 B — L Sy — 2% 3 I S B A% O R A IR BB DNA [ 58 B Pk 4
T4t FE B IR AR 2 O S B R 2 L U SR U DNA & A T 8™ B A A

o

A.3.2 RNA BRI FHR Bk iE
A.3.2.1 RFIF0LEE

KB W AEIK 5
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MOPS ZZ Wi (10 <) : 0.4 mol/L Mk AL P SE ik iR (MOPS) (pH 7.0),0.1 mol/L E&ER#1 (NaAc)
s 10 mol/L EDTA;
FREYeR .50 % Hil .1 mmol/L EDTA ,0.4 % M5 .0.4% —H 2K
R, o #r 4l
N
H. O, . 7 Bréli s
BT A
NGB AEAL S5
TR 5E AL
0.1 % DEPC /K (FEfk R — L BR AL BRI /KO 5
RNA 737 i b 73 B 4l 5
S HL KA 5
e R R G 5
TR WA
A322 BESE
A3.2.2.1  HIBHNERL

FRUR0.5 ¢ BUIRWE . B T A9 100 mL HESEH A 40 mL ZE K L S P T 34 B i s i 00 e 34
R¥15]. FEREHE 60 C~70 C AR ML P A 9 mL FEE .5 mL 10X MOPS 22 F1 0.5 pL jR Ak
CEEREWS . KRG RETE (CREEE B8O Kk B T30 HO, HEW— 5 R E
10 min—0.1% DEPC /K 1§ & B kA » LT 5 - 0 ol SaU0R Wl B

A.3.2.2.2 ¥

Bt DEPC 4b#id # 500 pL B0 AR KM A L Tk . 10 X MOPS ZZ vl 2 pL, FHEE 3.5 pL, F
Tk e (2285 F)10 pL,RNA £E 5y 4.5 pL,i8%4].

B LEE T 60 CRBEH AR 10 min, & VKE I 2 min,

M MA 3 L FREYLR RS

DI B A I A S FEFL R, B 4 pL,
A.3.2.2.3 Hik

HELYKAE PN IN A T X MOPS 0 .7.5 V/mL BYHL E S0 F HLIK .
A.3.2.2.4 WM

i FHBE LR R G5 RNA 2» T RARHEIEAT X L. 08 RNA SERE AL ARG SO0 07 8 H W RNA
A L AR A 2O i R EOH M RNA

SERE L RNA () LUK &1 9 15 I 19 W 2% 2617 EORRE B 28S 1 18S 19 rRNA Z8a17 L JFUZ A i
23S F1 16S ) rRNA 57 .

A.3.3 DNA #1 RNA gy B Bk

35050 o L BRI A5 10 A TR B BB A s A L KA R AR FE B L EAZ TR O A KR BT RO AR
R T4 8 0 AN R A BER /N R 1) 96 e {5 5 ok i

X DNA $2H0H . I 52 DNA FEA Fp R[] B BEK BE DNA 1920 5 A1 B KON, 28538 5 PEH DNA

10
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TERENE

X LA A S RNA N 2 FLAZ A WA B /N IE JE 28S rRNA 5 18S rRNA B = B [, i 5 5 WA
HAZAY) S RNA SRV, O >1.5 @i, 1.3~ 1.5 Ry Al i . <<1.3 A2z,

XFJEAZ A ) S RNA I 2 JF A% A A B /N IE JE 23S rRNA 5 16S rRNA B = B [ i 55 W
JEAZAE D) B RNA SERME U > 1.5 @it 1.3~ 1.5 mal i f, <<1.3 25 . BUE MR R R
56 R B Ry SR

XA RNA $EHUY) v UK B 23 77 A= 3 W 7 79 2% 2% (CELA%RE o 28S RN 18S 1) rRNA %47, R A% A
il oA 23S 1 16S 1) rRNA £545) . 28S rRNA ZfF iy 9 BE W 24 K3k 18S rRNA KA mifs, 2: 11
L2 (28S ¢ 18S) 2 H| Wt RNA SE MR BB A bR . A5 20 BE AR i RNA FE & o Uk 5545 23 IR T80 T AT T Wl 1)
rRNA 24 SiE AN HI 2 2 1 H3(28S : 18S), TEAFEM I RNA & 3230 76 WA AR X 4 7 5t 2 &b
AOTR IR . TR 28S Fl 18S rRNA 54 i M7 . H.(28S = 18S) ™1, 1% 5¢ 8% 1 ] LAWE 2 46 K 343 J5 22 ik 3
YK,

SEEE I mRNA B HL Uk 5 JC U] A rRNA 577, 4 0.5 kb~6 kb /N il A9 9/ .

A4 BEASEERBUERZ

5 7 o AR SR S 230 (2015 45160 PRS0 1143 408 Y 8 3 R4 0K o 40072 20
BEWISE




